. Oligonucleotide primer sets tested for PCR amplification of Ostreopsis spp. rRNA genes fragments from total environmental DNA (see also Figure 2 (Figure 3) , and here defined as out-group (see also Figure S1 ). The Mediterranean Sea group comprises 11 sequences from isolates collected in five different locations of the Basin, in six different years. The East Atlantic and the West Atlantic groups include sequences from three and four isolates, respectively. In both cases, the isolates were obtained from a same population. The values highlighted in bold are sequence divergences within the same group. The nodal support values indicated near internal branches were determined by ML and BI methods, respectively. The tree was rooted using Coolia monotis VGO 783 (FN256433|AM902747) as outgroup, which was removed for clarity. Scale bar represents 0.1 nucleotide substitutions per site. Legend: 1, is the sub-cluster of phylogenetically closely-related sequences that were used in the evolutionary divergence analyses; 2, is the out-group used in the same analyses, as defined in Table S2 . M, isolates collected in the Mediterranean Sea; EA, East Atlantic; WA, West Atlantic; P, Pacific. Four digit numbers indicate the year of collection. Sequences highlighted with the same symbol (▲, ■, •) stand for isolates from a same population.
